
Figure 3. 



/// Vivo Assay 




Media +Thymme 



active aptazyme -j-g 
phenotype 



-•-Thymine 
- Trimethoprim 
+ Thco 

TS- 



+ Thymine 
+ Tnmethopnn 



TS- 



-Thymine 
-+ Then 



TS- 



-Thymine 



TS- 



active aptazyme 
phenol ype 



TS 



TS+ 



TS- 



TS+ 



TS 




Figure 4. 
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